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Who we are;



What we do;
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Why Oncodeep?

RT-PCR Kits NGS Panel Kits
(DNA)

NGS Panel Kits
(DNA+RNA Fusion)

CGP Kits
(DNA+RNA Fusion+HRD+MSI+TMB)

Oncodeep
ü ALL IN ONE (DNA+RNA Fusion+HRD+MSI+TMB)
ü CE-IVD
ü Power of marketing
ü Ease of wet-lab
ü Bioinformatics interface and reporting user-friendly
ü Robust solution

ü Preventing unnecessary labor
ü Saving time
ü Fasting results Early Access Targeted Therapy



MGI
ü Low library conc.               Sequencing
üMix Run
üDifferent Index/Adapter
üCost Effective

Why we use MGI platfotms;



§ Routine

Validation of Oncodeep

§ First Run Same wet-lab

ü Data comparison
ü Concordance
ü Evaluated by Genoks Team & OncoDNA FAS Technical Team



Validation Challenges

https://www.precisionformedicine.com/biospecimens/tissues/ffpe-
tissue

https://www.ibiospecimen.com/ffpe-specimens/

• Lack of predefined validation of framework

• FFPE 
ü Fixation Process
ü Tumour Rate
ü Tumour Necrose Rate

• Platform spesific bias assesment (GC bias/Duplication Rate) - Coverage normalization and
bioinformatic GC-correction strategies







User Friendly OncoKDM Interface





Validation of OncoSELECT
• Liquid Biopsy Metastasis info

Insufficient input DNA

MRD, Resistant mutations

Why OncoSELECT ?

ü Similar protocol Oncodeep/ User friendly
ü Low input
ü Robust solution
ü Targeted therapy related genes
ü Low VAF + MSI + HRR

https://www.gene-quantification.de/liquid-biopsy.html



1st Run on T7



Low VAF!!!!



2nd Run on T7



2nd Run on T7



Take Away Notes for Validation; 
ü The platform-independent wet-lab workflow of the OncoDEEP and 

OncoSELECT kits, with identical protocols, facilitated streamlined 
validation. 

ü The open manipulation capability on T7 sequencing allowed rapid 
validation and optimization, facilitated by our wet-lab expertise.

ü Mixed-run capability allows simultaneous processing of different 
materials, regardless of index / adaptors used.

ü A flexible, open, and robust workflow enabling rapid validation, 
consistent throughput, and scalable sequencing performance on 
MGI T7 instrument.


